The eye is a privileged site that cannot tolerate destructive inflammatory responses. Inflammatory cells entering the anterior chamber of the eye in response to viral infection underwent apoptosis that was dependent on Fas (CD95)-Fas ligand (FasL) and produced no tissue damage. In contrast, viral infection in gid mice, which lack functional FasL, resulted in an inflammation and invasion of ocular tissue without apoptosis. Fas-positive but not Fas-negative tumor cells were killed by apoptosis when placed within isolated anterior segments of the eyes of normal but not FasL-negative mice. FasL messenger RNA and protein were detectable in the eye. Thus, Fas-FasL interactions appear to be an important mechanism for the maintenance of immune privilege.
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That some sites in the body are immuno-enjoy prolonged survival relative to other logically "privileged" has been recognized areas. Thus, these sites have been defined for more than 120 years (1). Classically, as regions in the body where the immune an immune-privileged site is where alloge-system appears not to function. One ex- (Fig. 1, B (Fig. 3A) (Fig. 3B) , composed of ex-PCR for FasL or 1-actin. Tissue samples are as follows: 1, eye (sample 1); 2, eye (sample 2); 3, testis; 4, tracellular Fas on human immunoglobulin heart; 5, tail skin; 6, spleen; 7, thymus; rRNA, ribosomal RNA. (B) RT-PCR was performed on mRNA (Ig) heavy chain (16). Thus, the environisolated from the eye (Ey), testis (Te), heart (He), tail skin (Sk), spleen (Sp), and thymus (Th) (28 atgn,the lack of lymphatic drainage, 75,1169 (1993) . 
